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Problem/Background : The estimation of the postmortem interval (PM|) is necessary for
supporting justice to the dead. During the early stage of death,
estimation of PMI of the corpses depends on the changing of
muscle contraction and physical conditions, but this method
can be used effectively in case of death within 24 hours. Flies
are the first organisms which swarm on corpses. Consequently,
accuracy of the estimation of PMI using fly larvae collected from
corpses depends on identification of the species of flies.
However, the macroscopic method using posterior spiracle is
not definite for identifying the species of flies. Therefore, the
molecular identification is used for solving this problem.

Objective * To demonstrate the application of mitochondrial cytochrome
oxidase | (COl) gene in identification of maggot species by using
molecular techniques.

Design :  Descriptive study
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Setting : The Department of Parasitology and the Department of Forensic
Medicine, Faculty of Medicine, Chulalongkorn University.

Methods : Six maggot samples were collected from six forensic cases at
the Department of Forensic Medicine, King Chulalongkorn
Memorial Hospital in 2004 - 2007. Before DNA extraction,
posterior spiracles of specimens were morphologically
investigated under stereomicroscope. Then, mitochondrial
maggot DNA was extracted and amplified for cytochrome
oxidase | gene (COl) via polymerase chain reaction (PCR)
technique using specific primers. The PCR products were
cloned into pGEM®-T easy vector and further verified by blue/
white screening and selection system. Positive clones were
propagated and extracted. Recombinant plasmids harboring
PCR insert were analyzed by automated DNA sequencing.
Obtained nucleotide sequences were compared with GenBank
database using the BLAST N bioinformatics programme.

Results : Sequencing reactions revealed that PCR yielded a single
351 bp in all maggot specimens. Sequence analyses, based on
percentage of identity with available data from GenBank,
demonstrated that five (83%) specimens and the remaining one
(17%) were identified as Sarcophaga ruficornis and Chrysomya
rufifacies, respectively.

Conclusions : This is the first report that provides promising data of molecular
identification of the maggot species captured from forensic cases

in Thailand.
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M: 100 base pair marker N: Negative control

1:

ABUBANFIBENINUBLUNAITY code 1/50
ABUBANFIBENINUBLUNAITY code 2/50

)}

ALBLAANAIDENUUBULNAIIL code 3/50

)}

ALAULAAINAID L NNUALUNAYIY code 4/50

)

=3 o

ALAULAANAIDENNUNUAULNAYTU code 5/50

)

=3

ALAULAANAIDENUNUAULNAITU code 6/50

= 351 bp

5% 2. uanuInwesnduwenlaanmaia PCR 11a 351 guualunnsinesna

M15197 4. UARY % identity 23aALTaAdle AN lAaINnsAnEiLgLeYA GenBank

Fly species sequenced for this analysis

GenBank record or otherwise previously published COI haplotype

species Number of Accession % ldentity Reference
specimen number
Chrysomya 1 DQ328666.1 97% Yin,X.-H., Wang, J.-F. and
rufifacies Chen, Y.-C."™
EF125866 97% Preativatanyou, K.,
Sirisup, N., Poovorawan, Y.,
Thavara, U.,
Tawatsin,A., Sungpradit, S.
and Siriyasatien, P."?
Sarcophaga 5 EF405941.1 98% Tan, S.H., Mohd-Aris, E.,
ruficornis Omar, B., Johari, S.,

Kurahashi, H. and
Mohamed, Z.""
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