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Indications referred for chromosome study

1. Confirmation of chromosome aberration Syndrome 120
2. Multiple congenital malformations 33
3. Mental retardation with or without Congenital malformations 24
4, Parents of Individual with chromosome aberration offsprings 17
5. Primary amenorrhea 156
g. Ambiguous sex 14
7. Malignant disease 13
8. Repeated abortion, stillbirth 10
9. Delayed abortion, stillbirth 5
*0. Short stature of unknown etiology 3
1. Miscellaneous : _ 33

— Male Turner or Turner phenotype
— Marfan syndrome

— Lowe syndrome

— McCune Albright Syndrome

— Goldenhar Syndrome

— Usher’s Syndrome

— Twins

— Phocomelia

— Homosexual
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2519 69 12 (17.30 %) 50 (72.46) 7 (10.14 %)
0520 111 29 (26.78 %) 75 (66.96 %) 7 (6.25 %)
0521 107 39 (36.45 %) 66 (61.68 %) o (1.87 %)
39 087 80 (27.87 %) 101 (66.56 %) | 16 (5.57 %)
d‘ =y /A al
M5 3 ANUHAUNNYBS chromosome NNTIANL
AMWNNLUNATDY chromosmoe M1IIHIHY LI % (118)
Trisomy 21 56
(Down’s Syndrome)
Trisomy 18 4
Trisomy 13 4
Turner s Syndrome 10
(XO Turner’s 9 case, X, iXq. Tumer’s i case)
Ring D chromosome 1
2

Dg—syndrome

18 p—

21 p—

XO/XY true hermaphrodites
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